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University of Texas Southwestern Medical Center at Dallas Voice: (214)648–2283
5323 Harry Hines Blvd., Dallas, TX 75390–9066 Fax: (214)648–2064

education Ph.D., Biochemistry, The Ohio State University, Columbus, OH 1999–2002
Thesis: DNA Unwinding Mechanism of the Helicase from Hepatitis C Virus

M.S., Biochemistry, The Ohio State University, Columbus, OH 1994–1999

Engineer Technologist (M.S.), Biotechnology 1984–1992
Moscow Institute of Fine Chemical Technology, Moscow, Russia

employment Instructor 2010–present
Division of Biomedical Informatics, Department of Clinical Sciences
UT Southwestern Medical Center, Dallas, TX
• developed C++ library for knowledge representation http://owl-cpp.sourceforge.net/
• developed HPC software for haplotype association mapping (HAM)
http://www.assembla.com/spaces/mouse_ham

• developed methods for formal representation of pathway knowledge
• designed lectures on gene prediction and functional annotation
• developed software for multiple sclerosis diagnostics using next-generation sequencing data

Senior Research Associate 2008–2010
Department of Biostatistics & Bioinformatics
Duke University Medical Center, Durham, NC
• developed computational models of dendritic cell maturation
• developed software for quantitation of lymph node images

Postdoctoral Fellow 2003–2008
Center for Cell Analysis and Modeling
University of Connecticut Health Center, Farmington, CT
• developed software for model-based analysis of experimental data http://gVt.sourceforge.net/
• simulated spatial stochastics of reacting particles
• studied nuclear transport
• developed analysis methods for Wuorescence correlation spectroscopy (FCS)
• modeled assembly of mRNA granules
• developed library for eXcient simulation of mass-action kinetics

Pre-, Post- doctoral Fellow 1999–2003
Department of Biochemistry, Robert Wood Johnson Medical School
University of Medicine and Dentistry of New Jersey, Piscataway, NJ
• discovered novel helicase mechanism
• developed computational models of HCV helicase

Research Assistant 1995–1999
Department of Biochemistry, The Ohio State University, Columbus, OH
• discovered cooperative behavior of HCV helicase
• studied structure-function of helicase from bacteriophage T7

research interests Computational Biological

• Ontologies and knowledge representation
• Modeling of biological processes
• Statistical genetics
• Fluorescence correlation spectroscopy (FCS)
• Image analysis

• Innate and adaptive immune response
• Nuclear transport system
• Nucleic acids: synthesis, unwinding, repair
• mRNA granules: assembly, transport, and
targeting
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recent

presentations

UT Southwestern Medical Center, Biomedical Informatics Retreat “Formal representation of quantitative
knowledge in immunology” 2011

UT Southwestern Medical Center, Department of Clinical Sciences “Towards comprehensive representation of
biological knowledge: combining conceptual and quantitative domains” 2010

Brookhaven National Laboratory, Biology Department “Validating computational models using global regres-
sion analysis” (invited talk) 2008

National Technology Centers for Networks and Pathways, All Hands Meeting, “gVt, software for global re-
gression analysis of heterogeneous sets of experimental measurements” (poster) 2008

Biophysical Society 52nd Annual Meeting, “A universal approach for global Vtting of experiments of diUerent
types to a computational model of a system” (poster) 2008

IBM T. J. Watson Research Center, “Integration of experimental data with computational models and statistical
tools” (invited talk) 2007

GlaxoSmithKline, “gVt—environment for model-based global analysis of experimental data” (invited talk) 2007

Computational Cell Biology meeting, “gVt—An open environment for model-based global analysis of experi-
mental data” (software demonstration) 2007

Biophysical Society 51st Annual Meeting, “GVt—an Open Environment for Model-based Global Analysis of
Experimental Data” (poster) 2007

University of Medicine and Dentistry of New Jersey, Department of Biochemistry, “Biological models and
global analysis of experiments: utilizing your data to the full extent” (invited talk) 2006

6th InternationalWeber Symposium on Innovative FluorescenceMethodologies in Biochemistry andMedicine,
“Fluorescence correlation spectroscopy of nuclear transport proteins in live cells” (poster) 2005

Wesleyan University, Hughes Summer Program, “Studying single molecules in live cells by Wuorescence cor-
relation spectroscopy” (invited lecture) 2005

UCHC, CCAM, Advanced Techniques in Live Cell Microscopy course, “Fluorescence correlation spectroscopy:
virtual and physical” (lecture) 2005

UCHC, MMSB Retreat, “Spatial Monte Carlo simulation: application to FCS” (poster) 2005
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